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Bioinformatics platforms do not agree on mRNA targets of  
200 cardiac-expressed miRs 
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Deconvolution strategy: 
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RNA sequencing of Argo 2 immunoprecipitates identifies the 
RISCome: the total population of mRNAs targeted by the 
miRs expressed under the conditions of the experiment  



ALL miR-mRNA complexes vs MY FAVORITE miR-RNA duplex 

RISC Programming: forced miR expression to increase 
the proportion of its mRNA targets in the RISCome. 
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Programmed miR-133a and miR-499 mouse heart RISComes 
reveal miR-specific in vivo cardiac mRNA targets 

Cardiac developmental genes                      Myofibrillar transcriptional control 
                                                                                                    Biopolymer synthesis 
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MyomiR miR-499:  Orphan miR from a discarded gene 

1.  miR-499 is expressed at high levels in myocardium 
 
2.  miR-499 is encoded within an intron of Myh7b 
 
3.  Myh7b is barely detectable in myocardium (nonsense-mediated decay) 
 
Conclusion: cardiac expression of Myh7b/miR-499 gene is just for miR-499  
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